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Fig. 3. Tetrapyrrole synthesis pathway with the average fragment per kilobase of transcript per
million reads (fpkm; £ SD) of genes coding for glutamyl tRNA reductase (GIuTR) and
chlorophyll synthase (ChlG). Block arrows indicate pathways with multiple enzymes.
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Material & Methods

Ochromonas sp. strain BG-1 (Lie et al. in press). Cellular content of

Axenic cultures of Ochromonas sp. strain CCMP1393 were this speCies decreased in the presence of HKB.

grown in either constant dark with heat-killed bacteria - Ochromonas sp. strain CCMP1393 relies on photosynthesis
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(HKB; ~5 x 10’ HKB ml 1)> light with HKB, or hght without ) even in the presence of bacteria.Thus it has a functional role
HKB. Cultures were sampled for RNA on day 3 (Flg. 1). 200- of both producer T e
Extracted RNA was sequenced on Illumina NextSeq 500 (75 /N

bp paired—end).Transcriptome was assembled using Trinity.
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Differentially expressed genes were identified using edgeR.

Lie, AAY, Z Liu, R Terrado, AO Tatters, KB Heidelberg, DA Caron. (in press) Effect of light and prey
) availability on the gene expression of the mixotrophic chrysophyte, Ochromonas sp. BMC Genomics.

Genes related to photosynthesis and light harvesting were
identified by thelr annotations.
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